Transcription and Translation Model

(DNA ( RNA ( Protein)
DNA  3’TACCGTGCAAGCCCACTTATT 5’
          5’ATGGCACGTTCGGGTGAATAA 3’
Make a model of transcription and translation using beads and pipe cleaners.
1. Make a plan with your group. Draw the model in pencil first on a piece of paper. Include the DNA, mRNA (two copies: one in nucleus and one in cytoplasm), tRNAs, and amino acids. List the structures you need. Write the names of the group member responsible for making each structure. Show the plan to Mr. Sharp before continuing. (4 points)
2. Decide on colors for the structures in your model.  Write the colors for each structure on the Legend. 
3. Make a DNA model. Use colored beads for bases and pipe cleaners for the phosphate-sugar backbone. Use the DNA code above. (4 points)
4. Make a RNA model. The code should be complementary to the top line of DNA code: TACCGTGCAAGCCCACTTATT. Make another RNA model the same way for the cytoplasm. (4 points)
5. Make six tRNA models with anticodons. The tRNA anticodons should complement the mRNA codons starting with AUG. The tRNA should be + shaped. (4 points)
6. Make six amino acid models. Cut pipe cleaners in half and wrap them up randomly to make the amino acids. Make a ribosome from a pipe cleaner in a circle shape and place it on the fourth and fifth codons: AGCCCA. (4 points)
7. Place the tRNAs on or near the appropriate codons of the mRNA and put all the amino acids near or attached to the appropriate tRNAs (two tRNAs are inside the ribosome; three tRNAs are already translated and their amino acids are bonded together; the last tRNA is coming into the ribosome). (4 points)
8. Attach all the models to a piece of colored paper. Label the amino acids with the correct name from the genetic code (2 points). Make labels for the DNA, mRNA, tRNAs, and the ribosome also. (2 points)
9. Write a title for your model. Cut out and attach the legend to the paper. Write the group members names on the model (2 points)
Points: 4=thoroughly completed and accurate, 3=completed but with small errors, 2=partially incomplete and/or several errors, 1=incomplete and/or many errors. 0=nothing.
Your grade will come from points for a thorough and accurate model completed as a group (30 points).
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